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INTRODUCTION
The ideal DNA-based identification system would employ a single gene for TS AN S TS
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DA, T TRl E] ty of a EETD RELT o @i | 1at orders, were sequenced to establish a COI ordinal profile. Family and species level was in sep:
cytochrome ¢ oxidase | (COI) gene to provide this resolution has been d: which p of the order D da and of the genus Gammarus (Amphipoda).
d ated for large t: i blages of animals such as birds (1) We isolated DNA using the GenElute kit (Sigma) and PCR amplified a 648 base pair fragment of the 5 end of COI. We used ABI 377
and lepid; (2). H , the effecti of this approach has not and 3730 and quality with a PHRED-based algorithm. Additional data were from
been d for the phy Crust: , which is the most ancient and We used a I_(ZP distance model (3) to . i -joining (NJ) trees were b_ulll using K2P distances for_' graphical
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divergent levels in the taxonomic hierarchy — orders, families and species.
Table 1 - Pairwise nucleotide divergences of 5’-COIl based on K2P

. : . . RESULTS AND DISCUSSION 2
Fig. 1 — NJ tree showing 5’-COl amino acid . s . . ™ " . distance.
profile for 150 crustacean species, each The amino acid divergence profile for rep! of 150 cr families
belonging to a different family. high cohesion of ic groups. Most formed hyleti bl g

to blished higher- i tegories - orders, sup ders or subcl (Figure

1). For example, members of the orders Anostraca, Stomatopoda, Mysida, Isopoda,
Cumacea, and Amphipoda formed cohesive groups. The orders Sessilia and
Pedunculata grouped as superorder Tt i The bcl Copepoda and
Phyllopoda were aggregated in distincti blag There were a few deviations
from this pattern; members of the order Decapoda split into two groups, although still






